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DNA Extraction from Soybeans and Detection of Genetically-Modified Components by Touchdown PCR
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Abstract: The DNA geneome were extracted from 8 species of soybeans sold in commercial markets of Anhui province by
Improved CTAB method, high salt and low pH method, plant genomic DNA mini-prep kit and SDS method. Touchdown
polymerase chain reaction (TD-PCR) was applied to detect the genetically modified components in soybeans for the first time.
The positive amplification productions were also analyzed by endonuclease. The experiment results showed that the improved
CTAB method was suitable for all kinds of molecular analysis due to its simplicity and high efficiency. The TD-PCR was able
to significantly improve the specificity and efficiency of PCR products. It would provide a new method for detection of
genetically modified components.
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Table 1 Primer DNA sequence and PCR products
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LectinF: 5'-GCCCTCTACTCCACCCCCATCC-3’

LectinR: 5-GCCCATCTGCAAGCCTTTTTGTG-3’ 118
NOSF: 5'-GAATCCTGTTGCCGGTCTTG-3’ 180
NOSR: 5'-TTATCCTAGTTTGCGCGCTA-3’

CaMV35SF: 5'-GCTCCTACAAATGCCATCA-3’ 195

CaMV35SR: 5'-GATAGTGGGATTGTGCGTCA-3’
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Table 2 Digested characteristics by restriction endonuclease
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Fig.1 Comparison of different extraction methods for genomic
DNA from soybean
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