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A Primilinary Study of Fermentation Conditions for Producing Cyclodextrin Glycosyltransferase by
A High-yield Bacillus Strain

MIN Wei-hong, DING Yin, FANG Li
(College of Food Science and Engineering, Jilin Agricultural University, Changchun 130118, China)

Abstract: A high-yield Bacillus strain producing cyclodextrin glycosyltransferase (CGTase) has been screened and bred by our lab.
In the present study, one-factor-at-a-time method was adopted to investigate the effects of medium components and fermentation
conditions on CGTase production by the strain. The results showed that the optimal carbon source, nitrogen source and carbonate for
the growth of the strain were 1% soluble starch, 0.1% yeast extract and 1% Na.COs, respectively. And the optimal fermentation
parameters were determined as follows: initial pH of fermentation medium 10, fermentation temperature 33 °“C, inoculation proportion
3%, rotation speed of shaker 180 r/min. A CGTase activity of 2842 U/ml was achieved under these conditions.
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Fig.1 Effects of different carbon sources on production of CGTase
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