222 2008, Vol. 29, No. 06 Bnitl= XY TR

(dhaD)
(dhaKL)

o, F2E R, XKL
Lk AR NE R 2, 30T SEBH 110161 230748 ARBUN, 7 wkfl 110000)
+ LU 28 7 6 41 FC 1 As1.1736 FIFERI4L AR, il PCR AR M Zhth i 18 T dhaD %[5, JE#E T dhaD
1 dhaKL JEH IR LB AK. JEF s REM: dhaD 3EHE 4K 1104bp, 44l 367 NMEILMEIE. SDS-PAGE
FRVKZE R dhaD Fil dhaKL LRI 3AS T ARERE;  E3G By v 23 000 Ho &8 23.2U/ml, 32 N3
fil 25.6U/ml.
: dhaD; 7ifE; dhakKLlL; JLRIE

Coexpression of Glycerol Dehydrogenase Gene (dhaD) and Dihydroxyacetone Kinse Gene (dhaKL)
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Abstract The gene of dhaD encoding glycerol dehydrogenase was amplified by PCR from the genomic DNA of Klebsiella.
pneumoniae As1.1736 and the expression vector pET-28a(+)/dhaKL-dhaD was constructed. Sequence analysis showed that dhaD
gene is 1104 bp length and encodes 367 amino acid residues; SDS-PAGE showed that the dhaKL gene and dhaD are expressed,
and the enzyme activities of glycerol dehydrogenase and dihydroxyacetone kinase are 23.2 U/ml 25.6 U/ml respectively in

supernant.
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