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Detection of Genetically Modified Ingredient in Vermicelli
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Abstract: Comparison of different kits and different methods indicates that DNA with high purity and high yield can be extracted

from vermicelli by the modified CTAB method. After optimizing experimental parameters, a real time PCR assay for detecting

the genetically modified ingredient in the vermicelli was developed with CaMV35S, FMV35S, nos, npt //, pat and bar genes as

detective genes. This method is proved to be sensitive and specific, which is helpful to the exportation of vermicelli and

supervision of genetically modified (GM) food.
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Table 1  Primers and fluorogenic probes for real time PCR

B S SIYFHI(E — 3) BEFFE51(5'FAM —~ 3TAMRA) FE PR R
F: CGA AAT CGG TAG ACG CTA CG .
tRNAleu GCA ATC CTG AGC CAA ATCC M
R: TTC CAT TGA GTC TCT GCA CCT
F: CGA CAG TGG TCC CAA AGA
CaMV35S TGG ACC CCC ACC CAC GAG GAG CAT C HINJE
R: AAG ACG TGG TTG GAA CGT CTT C
F: AAG ACA TCC ACC GAA GAC TTA -
FMV35S TGG TCC CCA CAA GCC AGC TGC TCG A HINJE
R: AGG ACA GCT CTT TTC CAC GTT
F: ATC GTT CAA ACA TTT GGC A ,
nos CAT CGC AAG ACC GGC AAC AGG AR
R: ATT GCG GGA CTC TAA TCA TA
F: AGG ATC TCG TCG TGA CCC AT .
npt // CAC CCA GCC GGC CAC AGT CGA T S5
R: GCA CGA GGA AGC GGT CA
F: GTC GAC ATG TCT CCG GAG AG .
pat TGG CCG CGG TTT GTG ATATCG TTA A S5
R: GCA ACC AAC CAA GGG TATC
F: ACA AGC ACG GTC AAC TTC C .
bar CCG AGC CGC AGG AAC CGC AGG AG SR

R: ACT CGG CCG TCC AGT CGT A
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Fig.1 Amplification plot of tRNAleu gene by real time PCR
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Fig.2  Amplification plot of exogenous genes by real time PCR
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