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Comparison of Five Methods for Genomic DNA Extraction from Spores of Tremella fuciformis
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Abstract : DNA was extracted from spores of Tremella fuciformis by phenol-chloroform method, CTAB (cetyltrimethyl
ammonium bromide) method, proteinase K method, benzyl chloride method and salting out method respectively. The purity and
yield of the DNA were determined by Azeo/Azso respectively. The quality of the DNA were evaluated with RAPD (random
amplified polymerphic DNA technology) and restrict endonuclease digestion. Results showed that there are some differences in
purity and yield among those 5 methods. Both benzyl chloride method and proteinase K method have better yield, but the purity
of the DNA by CTAB method is better than that of others. In a word, the CTAB method is most suitable for extracting genomic
DNA from spores of Tremella fuciformis.
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HLH (Tremella fuciformis Berk.) % ffu k4 e b oK 2%
e 5WMEYRRLE,
12 WH

Py (LG T 2 100mmol/L NaCl. pH8.050mmol/L
Tris-HCI. pH8.0EDTA 50mmol/L. 10mmol/L B - 353t 2
WE, My B 1T : 100mmol/L NaCl. pHS8.0
Tris-HCI. pH8.0 50mmol/L EDTA . 1%SDS.,

CTAB V42 B0 : 1mol/L NaCl. pH8.0 100mmol/L
Tris-HCI. pH8.0 20mmol/L EDTA. 1% CTAB; CTAB
PUUEW: 40mmol/L NaCl. pH8.0 50mmol/L Tris-HCI.
pH8.0 10mmol/L EDTA. 1% CTAB.

I K V238E0GK: pH8.0 10mmol/l Tris-HC1. pHS8.0
100mmol/L EDTA. 0.5% SDS. 0.1mg/ml & i K.

SAL ARG : pHY.0 100mmol/l Tris-HCI. pH9.0
40mmol/L EDTA.

ERHTVEAR UK : 2% Triton X-100; 1%SDS; pH8.0
10mmol/L Tris-HCI . pH8.0 0.1mmol/L EDTA. 100 mmol/L
NacCl,

PCA: Ky 545w )X =25:24:1.

13 fX4s
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B RS 240 Eastman Kodak A7]; DYY-8C B Hi kA%
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142  ZFFEIEN4] DNA $REUT (WA osh)

1421  MfiEe

WRMES, H100mg Zofh iR T304, A
0.8ml F2HU T &5 & 3G UiiE, A 0.7ml 21
WL, 65°C/KHE Lh, AWAUENES), L Bn A S5 44
BT PCA, 10000r/min L 10min, B IIA
SRR CAL 13000r/min &0 5Smin, B E3E W0 1/10 44
i 3mol/L NaAc 5 2 AR /K &1, — 20°CJHCE 30min
HORUINE. BL70% SEEPRBTTIEM X, =i H AR K
FJE TSR TE 2200, N 1r1 10mg/ml RNaseA,
37°CIRi 1h,

1422  CTABLE

WA, HL100mg 2o 47 WA E T 1.5ml 504,

A 0.5ml $2I0#, 70°C/K# 0.5h, AWHEIENRY, b

WG 2 5 R R CTAB UiiEik, 10000r/min £5.0» 10min,
B RN 0.35ml 1.2mol/L NaCl F1 2 {5 4& TG K LB,
—20°CHE 30min BB UINE. S5 SR,
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WRDTE, H100mg Zof E K E T 1.5ml B0,
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B U . 5 S Ry v .
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7w 1h, AETEVENES), RIS BOIASE AT NaAc(0.3mol/L)
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Fig.1 Agarose gel electrophoresis of DNA extracted from spores of
Tremella fuciformis by 5 methods respectively
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Table 1 Yield and purity of genomic DNA extracted from spores of
Tremella fuciformis by 5 methods respectively

el Ak Az60nm Azgonm Azcol Azgo DNA {/&E( ug/u |)
[LiZ0RPR 0.077 0.042 1.833 0.770
N IR 0.088 0.047 1.872 0.880
S 0.609 0.378 1.611 6.090
CTAB % 0.411 0.226 1.819 4110
Al K% 0.694 0.357 1.944 6.940
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Fig.2 RAPD analysis of DNA extracted by 5 methods respectively
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