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RAPD Analysis and Phylogenetic Study of Cultivated Mycelia of Pleurotus ostreatus
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Abstract: Four strains of Pleurotus ostreatuswere analysised by RAPD (random amplified polymorphic DNA) to investigate

the polymorphism of their DNA sequences. The results showed that 3 of 15 arbitray primers could produce 66 obvious and

stable DNA bands. The dendrogramwas constructed by the similarity coefficient calculation and phylogenetic analysis. This

isarapidandefficient technique to identify the strainsof £ floridanus, andanalysis their geneticdistance onmolecular level.
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Table 1  Tested strains and their numbers
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Table 2 List of arbitrary primers and their sequences
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S21 CAGGCCCTTC S31 CAATCGCCGT
S22 TGCCGAGCTG S32 TCGGCGATAG
S23 AGTCAGCCAC S33 CAGCACCCAC
S24 AATCGGGCTG S34 TCTGTGCTGG
S25 AGGGGTCTTG S35 TTCCGAACCC
S26 GGTCCCTGAC S36 AGCCAGCGAA
S27 GAAACGGGTG S37 GACCGCTTGT
S28 GTGACGTAGG S38 AGGTGACCGT
S29 GGGTAACGCC S39 CAAACGTCGG
S30 GTGATCGCAG S40 GTTGCGATCC
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Fig.1  DNA fingerprint profiles of 4 strains tested amplified by
three arbitray primers of S23, S36 and S39 respectively
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Table 3 Similarity coefficient matrix based on RAPD of strains
tested
WG 1 2 3 4
1 1. 0000
2 0. 4644 1. 0000
3 0. 7778 0.5185 1. 0000
4 0. 7407 0. 4383 0. 7526 1. 0000
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Fig.2  Dendrogram generated from the similarity coefficient
matrix of strains tested
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