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Study onMyofibril-boundSerineProteinase inSilverCarp

CAO Min-jie!, LI Yan!, WENG Ling!, WANG Xi-chang?
(1.College of Biological Engineering, Jimei University, Xiamen 361021, China
2.College of Food Science, Shanghai Fisheries University, Shanghai 200090, China)

Abstract: Myofibril-boundserineproteinase (MBSP) intheskeletal muscleof silver carphasbeencharacterized. Myosinheavy
chain (MHC) degraded markedly when silver carp myofibril was incubated at 55-~60°C as shown by SDS-PAGE. Prolonged
incubationofmyofibril alsocaused thedegradationofothermyofibrillarproteinssuchas a -actinin, actinand tropomyosinto
somedegree. Theresultssuggestedtheexistenceofanendogeneousmyofibri l associatedproteinase. Serineproteinase inhibitors
(Pefabloc SC and Lima bean trypsin inhibitor) and EDTA greatly suppressed the degradation of myosin heavy chain, while
inhibitors for cysteine, and asparatic proteinases did not show any effect. These effects indicated that the endogeneous
proteinasewas amyofibril-bound serine proteinase (MBSP) that needed metal ion(s) foractivation.
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Assay Study on Optimal CultivationConditions toAccunulate the GanodermaPolysaccharide

YAO Liang-tong, LIN Rong-shan, LI Juan, Liu Min, ZHAO Qian, JIA Le*
(College of Life Science, Shandong Agricultural University, Taian 271018, China)

Abstract: The effects of carbon source, nitrogen source and pH to accumulate the Ganodermapolysaccharide were studied in
this paper.The results showed that the optimal carbon source,nitrogen source and pH were sucrose, peptone and pH5.0
respectively. The optimal conditions were: KH:P0: 0.1, MgS0.+7H.0 0.05 and (NH:)2S0. 0.2, peptone 0.3, sucrose 5 and
pH5.0.The concentration of Ganodermapolysaccharide inmyceliawas 11.77%, 2.5 fold higher than that of the fruiting body
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