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GMOs Detection Study in Soy Isoflavones
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ZHANG Qing-wen’
(1.China Import and Export Commodity Inspection Technology Institute,Beijing 100025, China;
2.China Agricultural University, Beijing 100094, China)

Abstract: The detection limits for CaMV358 promoters and NOS terminators were of 15 copies and 150 copies respectively in the
PCR test of plasmids with fragments of CaMV35$ promoters and NOS terminator. Special bands in electrophoresis gel were detected
in 2 pairs of primers for CaM V35S promoters, 2 pairs of primers for NOS terminator and one pair of primer for EPSPS, and the
sequences of the PCR products were correct. The results indicated that there were GMO elements in the sample of soy isoflavone.
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