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Fig.6  Chromatogram of soybean isoflavone before hydrolysis
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Study on the Initial Microfloraand Its Changes of Chilling Pork Meat

FU Peng LI Ping-lan*

(College of Food Science and Nutritional Engineering, China Agricultural University, Beijing

100083, China)

Abstract The initial microflora of chilling meatwas analyzed, and itschangesat0, 2,5and7 were also studied. The results
indicted that Pseudbnionas, Brochothrix themiosphacta, Enterbacteriaceaeand Lactobacillusdominated the initial floraof the
aerobicchill-stored pork. The total numbers of bacteria increased atall the different storage temperatures. PseLdononasgrewthe

fastest at all researched temperatures, the numbers of Pseudononas were close to the numbers of bacteria. The numbers of

Brochothrix thermosphactaand Enterbacteriaceaewere also increased at these temperatures.

Key words chilling pork meat initial microflora microflora changes
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1
Table 1  The culture media and the incubation conditions for
isolating bacteria from chilling meat

2
(PCA) 35 /48h 2
MRS 37 /48h 4.14
Pseudononades selective agar(PSA) 30 /48h ( 4. 24)
VRBD 37 /48h
2.70 2.05 2.03
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7d 105 10°CFU/g
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Table 2 The results of analysis of microflora on chilling pork
[IgN(lg CFU/9)]
/ /
4.14+ 0.01 4.14+ 0.06 2.04+ 0.04 1.99+ 0.05 2.70% 0.07 1.08+ 0.12 1
4.27+ 0.02 4.18+ 0.03 2.09+ 0.13 2.15+ 0.15 2.85% 0.08 1.11+ 0.08 1
4.41+ 0.09 4.12+ 0.16 2.05% 0.24 2.00+ 0.03 2.57+ 0.02 1.07+ 0.07 1
4.15+ 0.02 4.15+ 0.01 2.03% 0.07 2.00+ 0.21 2.70% 0.03 1.10+ 0.03 1
4.24+ 0.13 4.14+ 0.03 2.05% 0.03 2.03+ 0.08 2.70%+ 0.11 1.09+ 0.02 1
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Fig.1 Changes of the microflora of chilling pork at different temperatures in air
3
Table 3 The identified results of the microorganisms on the chilled pork
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Fig.2  The photo of the microorganisms isolated from the chilled pork under microscope (x 1600)

22 25

©
7d

)

4.14

(2.03)

)

P-1(

3.2

[5 8]

106CFU/g) 33

) 5
108CFU/g

A

) S-8( b

[10]

(2.70) t

(1.09) 2

( 1

Jackson T C, Acuff GR, Vanderzant C. Identification and evaluation of
volatile compounds of vacuum and modified atmosphere package beef
strip loins[J]. Meat Science, 1992, 31: 175-190.
Blickstad E, Enfors S 0, Molin G. Effect of hyberbaric carbon dioxide
pressure on the microbial floraof pork storedat4or 14 [J]. Journal of
Applied Bacteriology, 1981, 50: 493-504.
Mol J H H, Hietbrink E A, Mollen HW M, et al. Observations on the
microflora of vacuum packed sliced cooked meat products[J] . Journal of
Applied Bacteriology, 1971, 34: 377-397.
Blickstad E, Molin G. The microbial flora of smoked pork loin and
frankfurter sausage stored indifferentatmospheresat4 [J]. Journal of
Applied Bacteriology, 1983, 54: 45-56.
Dykes G A, Marshall LA, Meissner D, et al. Acid treatment and pasteur-
ization affect the shelf life and spoi lage ecology of vacuum-packaged
Vienna sausages[J] . Food Microbiology, 1996, 13: 69-74.
Von Holy A, Cloete T E, Holzapfel WH. Quantification and character-
izationofmicrobial populations associatedwith spoi led, vacuum-packed
Vienna sausages[J] . Food Microbiology, 1991, (8): 95-104.
Von Holy A, Holzapfel WH, Dykes G A. Bacterial populations associated
wi'th Vienna sausage packaging[J] . Food Microbiology, 1992, (9): 45-53.
Franz C M A P, Von Holy A. Bacterial populations associated with
pasteurized vacuum-packed Vienna sausages[J] - FoodMicrobiology, 1996,
13: 1655-174.
. M- : ,
1995. 250-579.
(B4789.2-2003, [s]-

, 2004-1-1.
Brown M H. Meat Microbiology[M]. In: London, New York, Applied
Science Publishers LTD, 1982. 474-475.

, , . ( )



124 2006, \Vol. 27, No. 11

1 1,2 1,% 1 2 1
(1. 330047
2. 350002)
- - (T T2) T2*
T2*
NMR — T: T:
T:

25.4% 55.0% 30.4% 57.5% 35.8%

60%

Study on the Absorbability and Formation of Flour with NVR and MRI Techniques

CHEN Wei-jiang® LIN Xiang-yang'? RUAN Rong-sheng!* WANG Na® ZHU Rong-bi? ZHANG Jin-sheng®
(1-Key Laboratory of Food Science, Ministry of Education, Nanchang University, Nanchang 330047, China
2.College of Bioscience and Engineering, Fuzhou University, Fuzhou 350002, China)

Abstract The relationship between gluten contents, stiring, hydration, and the state of water in flour doughwere studiedwith
NMR and MRI techniques. The state of water was measured using spin-lattice and spin-spin relaxation times, or T. and T2
respectively. Instiringperiod, T-* values (or the apparent T. obtained with single 90 degree pulse sequence) and the corresponding
protondensity decreased rapidly initial lywith increasingstiring time, indicating that the bulkwater added to the flourwas rapidly

incorporated into the flour, hydrating the proteins and other components in the flour. The curve between T>* and mixing time
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