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Key Enzyme Determining Oleic and Linoleic Acid Content in Peanut Oilseeds— A'»-0leic Acid Desaturase
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Abstract: Thisarticle introduces the importance of high—oleate peanut research, aswell as the basic characteristic, structural

characteristics, classificationof A'*-oleicaciddesaturase, themolecularbasis of the enzymewhichresult inhigh-oleate peanut

traits, anditsbiological characteristics.
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